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				Pulsatilla hezijianensis H.Y. Wu & L. Xie, a new species of Ranunculaceae from Hezi-jian Village (Beijing, China), is described. It resembles P. sukaczevii and P. tenuiloba in its finely dissected pinnate leaves but is distinguished by its smaller stature, shorter scapes, smaller fruit heads, and sepals with white inner surfaces and pale blue outer surfaces. In molecular phylogenetic analyses based on nuclear (nrITS) and plastid markers (rbcL, accD-psaI, trnL intron), the Hezijian population of P. hezijianensis forms a distinct clade, sister to P. sukaczevii and P. tenuiloba, but with significant genetic divergence. Based on the restricted distribution and small population size, under IUCN criteria the conservation status of P. hezijianensis is assessed as Critically Endangered (CR).
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				Introduction

				Pulsatilla is a moderately sized genus in the Ranunculaceae, currently comprising 49 species, of which 11 are hybrids (https://powo.science.kew.org/taxon/urn:lsid:ipni.org:names:325533-2#children). They are perennial herbs distributed across temperate montane and boreal regions of the Northern Hemisphere (Aichele & Schwegleb 1957, Tamura 1995, Grey-Wilson 2014). North-ern Asia harbours the highest species diversity of Pulsatilla, encompassing approximately 30 species, and 12 species are known from China (Wang & Bartholomew 2001, Zhang et al. 2022).

				Plants of Pulsatilla typically grow from a stout, vertical rhizome and bear basal leaves that 

			

		

		
			
				are deeply pinnately or palmately lobed, often covered with silky hairs. They produce solitary, bell-shaped to cup-shaped flowers on erect stems, with showy petal-like sepals (usually in shades of purple, violet, yellow or white) and numer-ous stamens. After flowering, the styles elongate into feathery, plume-like appendages, forming ornamental achene heads that aid in wind disper-sal (Tamura 1995). Most species bloom in early spring, with flowers appearing before or along-side the new leaves. Despite some molecular phylogenetic studies supporting the inclusion of Pulsatilla within Anemone (Hoot et al. 2012), the majority of recent studies favour the generic rank of this group (Ronikier et al. 2008, Jiang et al. 2017, Li et al. 2019, 2020, Sramkó et al. 2019).
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				Infrageneric morphological variation within Pulsatilla is high and complex (Grey-Wilson 2014). Conventional taxonomic methods face challenges in distinguishing wild Pulsatilla spe-cies due to overlapping and intermediate mor-phological traits among many taxa. As noted by Li et al. (2019), several key morphological traits traditionally used for Pulsatilla classification, such as the number of lateral leaf-lobe pairs, flower colour and flower nodding before anthe-sis, exhibit considerable intraspecific and even intrapopulational variation. Therefore, molecular phylogenetic evidence is particularly important for the identification and classification of Pulsa-tilla species.

				We encountered a morphologically distinc-tive Pulsatilla species in the Hezijian Village in Beijing’s Changping District. Unlike P. chi-nensis, the most common Pulsatilla species in Beijing, this species was notably smaller in size and had leaves finely dissected multiple times. It bloomed in April before its leaves fully unfolded, producing flowers with white inner surfaces and pale bluish-purple outer sur-faces on its sepals. Although the species resem-bled P. sukaczevii in certain aspects, such as small size, blooming before leaf expansion, and having 2–3-times pinnately dissected leaves, typically with four pairs of lateral lobes, it dif-fered markedly from the P. sukaczevii plants we observed in Inner Mongolia. The Hezijian plants were notably smaller and more delicate, with relatively smaller flowers, white inside and pale purple outside. In contrast, P. sukacze-vii from Inner Mongolia is somewhat larger and more robust, with yellow or yellowish-white flowers.

				To accurately identify this species and clar-ify its phylogenetic position, we conducted field surveys in Hezijian Village, Changping District during the spring of 2023 and the summer of 2025, collecting specimens for mor-phological examination and molecular phylo-genetic analysis. The objectives of this study were to determine the taxonomic and phylo-genetic position of this species through inte-grated morphological and molecular evidence, thereby contributing to a better understanding of China’s biodiversity and supporting its con-servation efforts.

			

		

		
			
				Material and methods

				Morphological analysis

				We checked specimens of Pulsatilla in China housed at BJFC, PE, KUN, K and BM (her-barium acronyms according to Index Herbar-iorum, https://sweetgum.nybg.org/science/ih/), as well as specimen photographs available in several web databases, such as the China Virtual Her-barium (CVH, https://www.cvh.ac.cn/), the Plant Photo Bank of China (PPBC, https://ppbc.iplant.cn), the website of Komarov Botanical Institute Herbarium (https://www.binran.ru/en/collections/herbarium/) and JSTOR (https://plants.jstor.org/). We also studied the morphology of the new spe-cies and other morphologically related species from living plants growing in the field and in the greenhouse of Beijing Forestry University. All morphological characters were observed under dissecting microscopes and described following the terminology used by Wang and Bartholomew (2001). Literature studies included taxonomic revisions in Eurasia and monographs (Juzepczuk 1937, Aichele & Schwegleb 1957, Zhao 1988, Tamura 1995, Wang & Bartholomew 2001, Grey-Wilson 2014), as well as phylogenetic studies (Ronikier et al. 2008, Hoot et al. 2012, Jiang et al. 2017, Sramkó et al. 2019, Li et al. 2019, 2020, Xiang et al. 2025).

				Molecular data

				Since the study by Sramkó et al. (2019) rep-resents the most comprehensive phylogenetic analysis of Pulsatilla to date, encompassing the widest taxonomic sampling within the genus, we adopted their dataset as the foundational frame-work for our phylogenetic reconstruction. Due to missing data, we excluded two specimens, and 32 species (52 specimens) of Pulsatilla from Sramkó et al. (2019) were included in our molecular phylogenetic analysis (Appendix 1). Five species of Anemone and Hepatica were chosen as outgroups.

				For the new species, we collected leaf sam-ples in Changping District, Beijing, China. Multiple individuals were collected from the field, and three of them were used to obtain 
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				molecular data. Additionally, specimens of P. sukaczevii and the recently described P. saxa-tilis (Zhang et al. 2022) were obtained from the field, sequenced and included in the phyloge-netic analysis.

				Genomic DNA was extracted from silica-dried leaves using a commercial DNA isolation kit (Tiangen Biotech, Beijing, China) in accord-ance with the manufacturer’s instructions. The extraction was conducted at Berry Genomics Co., Ltd. (https://www.bioon.com.cn/company/index/df7a2b444074). For library construction, 1 μg of DNA from each sample was prepared using the VAHTS Universal DNA Library Prep Kit for MGI (Vazyme, Nanjing, China). The libraries were then sequenced in a 2 × 150 bp paired-end format on the DNBSEQ-T7 platform (BGI, Shenzhen, China), yielding approximately 6 Gbp of raw data per sample.

				Using the DNA regions in Sramkó et al. (2019) as a reference, we assembled these target regions from the genome skimming data using Geneious v.Prime (Kearse et al. 2012). Sramkó et al. (2019) used two nuclear markers (nrITS and MLH1) and three plastid regions (rbcL, accD-psaI, trnL intron) for their phylogenetic analysis. Because MLH1 is a low copy nuclear gene and our genome skimming data failed to assemble it, we only used nrITS and the three plastid markers in this study. Voucher specimens of the generated molecular data were deposited in the Herbarium of Beijing Forestry University (BJFC). The GenBank accession numbers for the newly sequenced DNA regions are provided in Appendix 1.

				Phylogenetic analyses

				After assembling the four DNA regions from the sequenced species, sequences of each region were aligned using MAFFT v.6.833 (Katoh et al. 2005) with iterative manual optimisation in Geneious v.Prime (Kearse et al. 2012), followed by pruning of ambiguous alignment regions as in Sramkó et al. (2019). Because the sepa-rate regions provide limited phylogenetic infor-mation, phylogenetic analysis was conducted on the concatenated dataset following Sramkó et al. (2019). Both maximum-likelihood (ML) 

			

		

		
			
				and Bayesian inference (BI) methods as imple-mented in RAxML v.8.1.17 (Stamatakis 2014) and MrBayes v3.2.3 (Ronquist & Huelsenbeck 2003), respectively, were used for phylogenetic reconstruction.

				The maximum-likelihood analysis was per-formed with a GTR + G nucleotide-substitution model, following the recommendations pro-vided in the software manual (Stamatakis 2014). Branch support values were evaluated using 500 bootstrap replicates (MLBS) to assess topo-logical robustness. For Bayesian inference, the optimal substitution model was selected based on the Akaike information criterion (AIC) in jModelTest 2 (Darriba et al. 2012). The Bayes-ian analysis employed four independent Markov chain Monte Carlo (MCMC) runs, each initial-ised with random starting trees. The chains were run for 2 × 106 generations, with sampling every 1000 generations. After discarding the initial 20% of sampled trees as burn-in, a majority-rule (> 50%) consensus tree was generated to esti-mate posterior probabilities (PP).

				Results and discussion

				Morphological affinity

				The gross morphology of the newly found spe-cies is similar to P. sukaczevii, P. tenuiloba and P. turczaninovii, as all of them have finely lobed pinnate leaves. Among these, plants of P. turc-zaninovii are much larger than previous three and can be easily distinguished from them. Pul-satilla tenuiloba typically has leaves with more than five pairs of lateral leaflets, and the plant base usually bears numerous persistent withered petioles from previous years. The flowers are bluish-purple, and flowering occurs from June to late July. Pulsatilla tenuiloba is recorded in east-ern Siberia, with its type locality at the Ingoda River (Juzepczuk 1937). It is very rare in China and is only found in northeastern Inner Mon-golia (Zhao 1988). In contrast, the new species has leaves with four pairs of lateral leaflets, and the plants retain only a few withered petioles. Flowering begins in April, with the flowers white inside and pale blue outside. By June, the fruits are already fully mature.
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				Herbarium specimens of the new species are difficult to distinguish from P. sukaczevii. Numerous photos of the new species are avail-able online (Plant Photo Bank of China, PPBC, https://ppbc.iplant.cn/sp/14366) under the name P. sukaczevii. Pulsatilla sukaczevii is recorded from the northern slope of Mount Krestovka, along the western shore of Lake Baikal (Juzepc-zuk 1937). It has also been documented in Inner Mongolia, China (Wang & Bartholomew 2001). Through field observations of wild P. sukaczevii populations in Ulanqab, Inner Mongolia, we confirmed that the new species clearly represents a taxon distinct from P. sukaczevii. Compared with the new species from Hezijian, P. sukac-zevii from Ulanqab has a more robust growth habit and typically inhabits drier, rocky or sandy slopes. Its flowers are bright-pale yellow to yel-lowish-white, with some individuals showing faint purple tinges at the base of the outer sepals. Notably, this species possesses a larger achene 

			

		

		
			
				head and longer persistent styles than those observed in the Hezijian population (Fig. 1). A detailed morphological comparison between the Hezijian Pulsatilla, P. sukaczevii and P. tenui-loba is provided in Table 1.

				Phylogenetic position of P. hezijianensis

				The combined data matrix included a total of 2957 nucleotide bases, of which 233 (7.88%) were parsimony-informative. The major clades resolved with high support values were con-gruent between phylogenies reconstructed using maximum-likelihood and Bayesian inference methods. Overall, the phylogenetic resolution within the genus Pulsatilla remains limited, with several critical relationships among morphologi-cally closely related species remaining unre-solved (Fig. 2). The phylogenetic framework and low phylogenetic resolution observed in Pul-
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				Fig. 1. A–D: Pulsatilla hezijianensis (A–C photographed by L. Xie on 26 April 2023 at the type locality; D photo-graphed by J. M. Xiao on 7 June 2025 at the type locality). E–G: P. sukaczevii (photographed by L. Xie on 27 May 2024 in Ulanqab, Inner Mongolia). — A: Early flowering before leaf emergence. — B: Leaves expanded by late flowering stage. — C: Fruit stage. — D: Habitat. — E: Flowering. — F–G: Dense clumps in late flowering stage in its arid, rocky habitat.
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				Fig. 2. Maximum likelihood phylogeny of Pulsatilla based on four genetic regions. Support values on the nodes are maximum likelihood bootstrap percentages (MLBS) and Bayesian posterior probabilities (PP), respectively. Only support values over 50 (MLBS) and 0.95 (PP) are shown. Newly collected samples for this study are green. The sequences of other species were retrieved from NCBI GenBank (Appendix 1).
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				Table 1. Comparison of morphological characters among Pulsatilla hezijianensis, P. tenuiloba and P. sukaczevii (data on the latter two from Juzepczuk 1937, Wang & Bartholomew 2001 and our own measurements).

					P. hezijianensis	P. tenuiloba	P. sukaczevii

				Scape height (cm)	3–15	(8)15–20	5–15

				Lateral leaflets	4 pairs	5–6 pairs	4 pairs

				Leaf persistence	few withered petioles	numerous withered petioles	few withered petioles retained

					retained	retained

				Sepal colour	adaxially white, abaxially	bluish-purple	yellow or yellowish-white

					pale blue

				Flowering time	April–May	June–late July	May–June

				Fruiting head	(1.5)2.5–3.0	3.0–4.2	4.2

				diameter (cm)

				Persistent style	1.5–2.2	2–2.5	2–2.8

				length (cm)

				Habitat	grassy slopes along ridges	rocky grasslands	drier, rocky or sandy slopes

				Distribution	only known from Beijing	western Siberia, Mongolia,	western shore of Lake Baikal,

					Xinjiang and Inner-Mongolia	Inner Mongolia of China

					of China
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				satilla are consistent with previous phylogenetic reconstructions (Jiang et al. 2017, Sramkó et al. 2019, Xiang et al. 2025). The poor overall reso-lution may be due to the limited phylogenetic information contained in the gene regions used. Furthermore, species of Pulsatilla are known to hybridise readily (Grey-Wilson 2014) and the genus is likely to have undergone a recent rapid radiation (Sramkó et al. 2019), making phyloge-netic reconstruction difficult.

				Nevertheless, in our analysis, P. hezijianen-sis forms a sister clade to P. tenuiloba and our own collections of P. sukaczevii (Fig. 2). Nota-bly, our P. sukaczevii did not cluster with the P. sukaczevii sampled in Sramkó et al. (2019). We are confident in the correct identification of our collections, as their morphology matches the diagnostic features of P. sukaczevii (Fig. 1E–G), and the Flora of the USSR also recognises P. tenuiloba and P. sukaczevii as very similar and closely related (Juzepczuk 1937). However, substantial divergence between them was evi-dent from the long branch lengths. Considering the aforementioned morphological differences, distinct distribution ranges and flowering time divergence from all wild populations of P. tenui-loba, we conclude that the Pulsatilla population from Hezijian Village should be recognised as a new species. Its origin, evolutionary history and phylogenetic position, however, require further clarification using phylogenomic data.

			

		

		
			
				Pulsatilla hezijianensis H.Y. Wu & L. Xie, sp. nova (Fig. 3)

				Type: China. Beijing, Changping District, Hezijian, on grassy mountain ridges, 40.209041° N, 115.920389° E, 1130 m a.s.l., 26 April 2023, L. Xie et al. 2023042603 (holotype BJFC, Fig. 4). — Paratype: China. Beijing, Changping District, Hezijian, 1134 m a.s.l., 27 June 2025, L. Xie et al. 2025062701 (BJFC).

				Etymology. The specific epithet refers to the type local-ity, Hezijian Village, Changping District, Beijing.

				Vernacular name. The proposed mandarin Chinese name is “Hé Zĭ Jiàn Bái Tóu Wēng” (禾子涧白头翁).

				Diagnosis. Morphologically allied to P. tenui-loba and P. sukaczevii but can be distinguished by its smaller and slender individuals (3–15 cm tall) especially in the late flowering and fruiting stages, shorter scapes, smaller fruit heads, and sepals that are adaxially white and abaxially pale blue.

				Description. Herbs perennial, small, 3–15 cm tall. Rhizome vertical, ca. 5–8 cm, robust. Leaves all basal, 4–6, not expanded at anthe-sis; petiole ca. 3 cm, villose; leaf blade ovate to narrowly ovate to oblong-ovate, 3–4 × 1.5–2.2 cm, with 4 pairs of lateral leaflets, 2- or 3-times pinnately divided, villose at tip of termi-nal lobes, apex acute, terminal lobes lanceolate, 0.5–0.8 mm wide. Scape 1, erect, 1.5–2.5 cm, elongated to 12 cm in fruit, villose; involucral bracts ca. 1.0 cm, densely villose, basally con-nate into a 2–3 mm tube, apically finely divided. 
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				Sepals adaxially white inside, abaxially white to pale blue, erect or ascending, oblong-ovate, 1–2 × 0.4–1 cm, abaxially thickly puberulent, apex slightly acute to rounded. Anthers yellow. Infructescences ca. (1.5)2.5–3.0 cm in diam. Achenes 2.5–3 mm, densely puberulent. Persis-tent styles 1.5–2.2 cm, basally puberulent, api-cally pilose. Flowering April to May, fruiting May to June.

				Distribution and habitat. Pulsatilla hezi-jianensis is endemic to Beijing. This species is known only from the type locality in Hezijian Village, Changping District, Beijing. It grows on 

			

		

		
			
				grassy slopes along a mountain ridge at approxi-mately 1130 m a.s.l.

				Conservation assessment. We found only a few dozen individuals in a small area. The spe-cies has an Extent of Occurrence (EOO) of less than 100 km2 and an Area of Occupancy (AOO) of less than 10 km2. The habitat is highly vulner-able to anthropogenic disturbance, which may lead to population degradation or even extinction. According to the IUCN Red List Categories and Criteria (https://www.iucnredlist.org/resources/categories-and-criteria), P. hezijianensis should be assessed as Critically Endangered (CR).

			

		

		
			
				Fig. 3. Pulsatilla hezijianensis. — A: Whole plant. — B: Sepals (left: adaxial view, right: abaxial view). — C: Floral dissection. — D: Mature fruit. — E: Pistil. — F: Stamen. — G: Leaf. — H: Bract.
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				Fig. 4. Holotype of Pulsa-tilla hezijianensis, depos-ited at the Herbarium of Beijing Forestry University (BJFC).
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				Appendix 1. Species, NCBI GenBank accessions and voucher information of the sequences used in this study.

					nrITS	accD-psaI	trnL	rbcL 	Voucher

				Pulsatilla ajanensis	MK551007	MK550929	MK551037	MK551092	DE-Soo-43235 (DE)

				P. albana MK551017	MK550943	MK551051	MK551106	DE-Soo-45644 (DE)

				P. alpina	MK550978	MK550924	MK551032	MK551087	DE-Soo-45645 (DE)

				P. ambigua	MK551018	MK550946	MK551054	MK551109	s.n. (BNU)

				P. andina MK551014	MK550944	MK551052	MK551107	DE-Soo-44261 (DE)

				P. aurea MK550977	MK550923	MK551031	MK551086	MW0669529 (MW)

				P. bungeana	MK551012	MK550940	MK551048	MK551103	ZA41499 (ZA)

				P. campanella	MK551019	MK550948	MK551056	no PCR	MW0830452 (MW)

				P. cernua	MK551000	MK550939	MK551047	MK551102	s.n. (BNU)

				P. chinensis MK551011	MK550938	MK551046	MK551101	W 7628 (W)

				P. dahurica	MK550983	MK550937	MK551045	MK551100	DE-Soo-43236 (DE)

				P. dahurica	MK550981	MK550935	MK551043	MK551098	ZA40590 (ZA)

				P. dahurica	MK550982	MK550936	MK551044	MK551099	s.n. (BNU)

				P. georgica	MK551015	MK550947	MK551055	MK551110	ZA41501 (ZA)

				P. grandis	MK550985	MK550952	MK551060	MK551114	DE-Soo-45646 (DE)

				P. halleri subsp. halleri	MK551001	MK550954	MK551062	MK551116	DE-Soo-45647

				P. halleri subsp. slavica MK550996	MK550963	MK551071	MK551125	DE-Soo45648 (DE)

				P. halleri subsp. styriaca MK550987	MK550953	MK551061	MK551115	ZA41497 (ZA)

				P. hezijianensis 01	PV961632	PV982380	PV962181	PV962178	WHY2025060701_2(BJFC)

				P. hezijianensis 02	PV961633	PV982379	PV962182	PV962179	WHY2025060701_5(BJFC)

				P. hezijianensis 03	PV962037	PV982378	PV962183	PV962180	WHY2025060701_9(BJFC)

				P. integrifolia	MK550993	MK550968	MK551076	no PCR	s.n. (MHA)

				P. kostyczewii	MK550973	MK550920	MK551028	MK551083	MW0830499 (MW)

				P. magadanensis MK550975	MK550922	MK551030	MK551085	DE-Soo-43233 (DE)

				P. montana	MK551004	MK550933	MK551041	MK551096	DE-Soo-44240 (DE)

				P. montana	MK551002	MK550930	MK551038	MK551093	HNHM-TRA 00017003 (BP)

				P. occidentalis	MK551022	MK550925	MK551033	MK551088	WTU-374385 (WTU)

				P. patens subsp. patens	MK550992	MK550958	MK551066	MK551120	DE-Soo-13659 (DE)

				P. patens s.l.	MK550998	MK550957	MK551065	MK551119	DE-Soo45649 (DE)

				P. patens subsp. flavescens MK550995	MK550955	MK551063	MK551117	MW0156419 (MW)

				P. patens subsp. multifida	MK550997	MK550956	MK551064	MK551118	DE-Soo-45686

				P. patens subsp. nuttalliana	MK550999	MK550959	MK551067	MK551121	BABY-9022; 14-0198

				P. pratensis subsp. bohemica	MK551003	MK550931	MK551039	MK551094	ZA43780 (ZA)

				P. pratensis subsp. hungarica	MK551006	MK550932	MK551040	MK551095	ZA41496 (ZA)

				P. pratensis subsp. nigricans	MK551005	MK550934	MK551042	MK551097	DE-Soo-45650

				P. pratensis subsp. pratensis	KQ134912	KR297059	KR297059	KR297059	OL-PPR110A

				P. rubra	MK550990	MK550961	MK551069	MK551123	ZA41489 (ZA)

				P. rubra	MK550991	MK550962	MK551070	MK551124	ZA40591 (ZA)

				P. sachalinensis MK550976	MK550926	MK551034	MK551089	DE-Soo-45651 (DE)

				P. saxatilis	KX377463	OP729488	OP729488	OP729488	WHY_QS2025052610_3(BJFU)

				P. sugawarai	MK550980	MK550928	MK551036	MK551091	MW 0073788 (MW)

				P. sukaczevii	MK551013	MK550942	MK551050	MK551105	ZA41495 (ZA)

				P. sukaczevii	PZ543771	PZ239832	PZ239832	PZ239832	Xie et al. 2024052701_4(BJFC)

				P. taraoi	MK550974	MK550921	MK551029	MK551084	s.n. (MHA)

				P. tatewakii	MK550979	MK550927	MK551035	MK551090	DE-Soo45652 (DE)

				P. tenuiloba	MK551021	MK550941	MK551049	MK551104	DE-Soo45653 (DE)

				P. turczaninovii	MK551008	MK550964	MK551072	MK551126	s.n. (MW)

				P. turczaninovii MK551010	MK550965	MK551073	MK551127	DE-Soo45654 (DE)

				P. turczaninovii	MK551009	MK550966	MK551074	MK551128	DE-Soo45655 (DE)

				P. vernalis	MK550989	MK550967	MK551075	MK551129	B100173839 (B)

				P. vernalis	KQ134914	KR297061	KR297061	KR297061	OL-PV115A (OL)

				P. violacea	MK551016	MK550945	MK551053	MK551108	ZA40592 (ZA)

				P. vulgaris	MK550986	MK550969	MK551077	MK551130	ZA41490 (ZA)

				P. vulgaris	MK550984	MK550950	MK551058	MK551112	ZA41491 (ZA)

				P. vulgaris	MK550994	MK550951	MK551059	MK551113	ZA47973 (ZA)

				P. vulgaris	MK550988	MK550960	MK551068	MK551122	s.d.
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				P. wallichiana	MK551020	MK550949	MK551057	MK551111	MW0830523 (MW)

				Anemone multifida MK551023	MK550918	MK551026	MK551081	ZA40584 (ZA)

				Anemone fasciculata	MK550970	MK550917	MK551025	MK551078	DE-Soo45656 (DE)

				Anemone sylvestris MK551024	MK550919	MK551027	MK551082	DE-Soo45657 (DE)

				Hepatica nobilis	MK550972	NA	MK564172	MK551080	DE-Soo45658 (DE)

				Hepatica transylvanica	MK550971	NA	MK564171	MK551079	DE-Soo45659 (DE)
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Wu H.-Y, Qin S., Li W.-H., Xiao J.-M., Liu B.-W., He J. & Xie L. 2026: Pulsatilla hezijianensis
(Ranunculaceae), a new species from Beijing, China. — Ann. Bot. Fennici 63: 165—175.

Pulsatilla hezijianensis H.Y. Wu & L. Xie, a new species of Ranunculaceae from Hezi-
jian Village (Beijing, China), is described. It resembles P. sukaczevii and P. tenuiloba
in its finely dissected pinnate leaves but is distinguished by its smaller stature, shorter
scapes, smaller fruit heads, and sepals with white inner surfaces and pale blue outer
surfaces. In molecular phylogenetic analyses based on nuclear (nrITS) and plastid
markers (rbcL, accD-psal, trnL intron), the Hezijian population of P. hezijianensis
forms a distinct clade, sister to P. sukaczevii and P. tenuiloba, but with significant
genetic divergence. Based on the restricted distribution and small population size,
under IUCN criteria the conservation status of P. hezijianensis is assessed as Critically

Endangered (CR).

Introduction

Pulsatilla is a moderately sized genus in the
Ranunculaceae, currently comprising 49 species,
of which 11 are hybrids (https://powo.science.
kew.org/taxon/urn:lsid:ipni.org:names:325533-
2#children). They are perennial herbs distributed
across temperate montane and boreal regions of
the Northern Hemisphere (Aichele & Schwegleb
1957, Tamura 1995, Grey-Wilson 2014). North-
ern Asia harbours the highest species diversity
of Pulsatilla, encompassing approximately 30
species, and 12 species are known from China
(Wang & Bartholomew 2001, Zhang et al. 2022).

Plants of Pulsatilla typically grow from a
stout, vertical rhizome and bear basal leaves that

are deeply pinnately or palmately lobed, often
covered with silky hairs. They produce solitary,
bell-shaped to cup-shaped flowers on erect stems,
with showy petal-like sepals (usually in shades
of purple, violet, yellow or white) and numer-
ous stamens. After flowering, the styles elongate
into feathery, plume-like appendages, forming
ornamental achene heads that aid in wind disper-
sal (Tamura 1995). Most species bloom in early
spring, with flowers appearing before or along-
side the new leaves. Despite some molecular
phylogenetic studies supporting the inclusion of
Pulsatilla within Anemone (Hoot et al. 2012), the
majority of recent studies favour the generic rank
of this group (Ronikier ef al. 2008, Jiang et al.
2017, Li et al. 2019, 2020, Sramko et al. 2019).

ORCID: HYW 0009-0007-0203-1969, SQ 0009-0002-1718-6107, WHL 0000-0003-3708-604X, JMX 0000-0002-
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